MGH  Sequence Information
Vector - pQE60  Amp resistant  
from N term to C term  MDH - GFP - His Tag

The wild type gene GFP was amplified by PCR using GFP-specific oligonucleotides.  The fragment was cloned into pQE60 plasmid containing watermelon glycoxyl (no precursor) using BgLII and BamHI/BgIII restriction sites.  The plasmid sequence congruence was 100% see data sheet/sequence and the original ABI traces can be found.  5.1 kB
Expression – this bad boy loves long walks in the woods and inclusion bodies!  Never let the overnight culture get past 0.6 OD.  Use freshly transformed cells (BL21 best – no need for DE3) and once the expansion culture is at 0.6 OD, cool to 16 or 20 degrees.  Then induce with 0.5 mM IPTG.  

glyoxyl Watermelon (without the precursor) - P46488 /1SMK   AMPr
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   10         20         30         40         50         60 

MAKGGAPGFK VAILGAAGGI GQPLAMLMKM NPLVSVLHLY DVVNAPGVTA DISHMDTGAV 

        70         80         90        100        110        120 

VRGFLGQQQL EAALTGMDLI IVPAGVPRKP GMTRDDLFKI NAGIVKTLCE GIAKCCPRAI 

       130        140        150        160        170        180 

VNLISNPVNS TVPIAAEVFK KAGTYDPKRL LGVTMLDVVR ANTFVAEVLG LDPRDVDVPV 

       190        200        210        220        230        240 

VGGHAGVTIL PLLSQVKPPS SFTQEEISYL TDRIQNGGTE VVEAKAGAGS ATLSMAYAAV 

       250        260        270        280        290        300 

KFADACLRGL RGDAGVIECA FVSSQVTELP FFASKVRLGR NGIEEVYSLG PLNEYERIGL 

       310        320        330        340        350        360 

EKAKKELAGS IEKGVSFIRS RSMASKGEEL FTGVVPILVE LDGDVNGHKF SVSGEGEGDA 

       370        380        390        400        410        420 

TYGKLTLKFI CTTGKLPVPW PTLVTTLCYG VQCFSRYPDH MKRHDFFKSA MPEGYVQERT 

       430        440        450        460        470        480 

IFFKDDGNYK TRAEVKFEGD TLVNRIELKG IDFKEDGNIL GHKLEYNYNS HNVYIMADKQ 

       490        500        510        520        530        540 

KNGIKVNFKT RHNIEDGSVQ LADHYQQNTP IGDGPVLLPD NHYLSTQSAL SKDPNEKRDH 

       550        560 

MVLLEFVTAA GITHGMDELY N
This is the coding sequence:

atggctaaaggcggag ctcccgggtt caaagtcgca atacttggcg ctgccggtgg cattggccag ccccttgcga tgttgatgaa gatgaatcct ctggtttctg ttctacatct atatgatgta gtcaatgccc ctggtgtcac cgctgatatt agccacatgg acacgggtgc tgtggtgcgt ggattcttgg ggcagcagca gctggaggct gcgcttactg gcatggatct tattatagtc cctgcaggtg ttcctcgaaa accaggaatg acgagggatg atctgttcaa aataaacgca  ggaattgtca agactctgtg tgaagggatt gcaaagtgtt gtccaagagc cattgtcaac ctgatcagta atcctgtgaa ctccaccgtg cccatcgcag ctgaagtttt caagaaggct ggaacttatg atccaaagcg acttctggga gttacaatgc tcgacgtagt cagagccaat acctttgtgg cagaagtatt gggtcttgat cctcgggatg ttgatgttcc agttgttggc ggtcatgctg gtgtaaccat tttgcccctt ctatctcagg tgaagcctcc aagttctttc  acacaagaag agattagtta cctgactgat aggattcaaa atggtggaac agaagttgtc gaggccaaag caggagctgg ttcagcaact ctctcaatgg cttatgctgc cgttaagttt gcagatgcat gcctcagggg cttaagagga gatgctggtg tcattgaatg cgcgtttgtg tcttctcagg tgactgaact tccattcttt gcatcaaaag tacgacttgg tcgcaatggt atcgaagaag tatactccct tggcccgcta aatgagtatg agaggattgg attggagaaa gcgaagaaag agttggcagg aagcattgag aagggagttt ccttcatcag aagcagatct atggctagca aaggagaaga actcttcact ggagttgtcc caattcttgt tgaattagat ggtgatgtta acggccacaa gttctctgtc agtggagagg gtgaaggtga tgcaacatac ggaaaactta ccctgaagtt catctgcact actggcaaac tgcctgttcc atggccaaca ctagtcacta ctctgtgcta tggtgttcaa tgcttttcaa gatacccgga tcatatgaaa cggcatgact ttttcaagag tgccatgccc gaaggttatg tacaggaaag gaccatcttc ttcaaagatg acggcaacta caagacacgt gctgaagtca agtttgaagg tgataccctt gttaatagaa tcgagttaaa aggtattgac ttcaaggaag atggcaacat tctgggacac aaattggaat acaactataa ctcacacaat gtatacatca tggcagacaa acaaaagaat ggaatcaaag tgaacttcaa gacccgccac aacattgaag atggaagcgt tcaactagca gaccattatc aacaaaatac tccaattggc gatggccctg tccttttacc agacaaccat tacctgtcca cacaatctgc cctttcgaaa gatcccaacg aaaagagaga ccacatggtc cttcttgagt ttgtaacagc tgctgggatt acacatggca tggatgaact gtacaac
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TCCTTCATCAGAAGCAGATCTATGGCTAGCAAAGGAGAAGAACTCTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGTTAACGGCCACAAGTTCTCTGTCAGTGGAGAGGGTGAAGGTGAT



TCCTTCATCAGAAGCAGATCTATGGCTAGCAAAGGAGAAGAACTCTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGTTAACGGCCACAAGTTCTCTGTCAGTGGAGAGGGTGAAGGTGAT
CAGATCTATGGCTAGCAAAGGAGAAGAACTCTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGTTAACGGCCACAAGTTCTCTGTCAGTGGAGAGGGTGAAGGTGAT



140 150 160 170 180 190 200 210 220 230 240 250 260



GCAACATACGGAAAACTTACCCTGAAGTTCATCTGCACTACTGGCAAACTGCCTGTTCCATGGCCAACACTAGTCACTACTCTGTGCTATGGTGTTCAATGCTTTTCAAGATACCCGGATCATATGAAACGG



GCAACATACGGAAAACTTACCCTGAAGTTCATCTGCACTACTGGCAAACTGCCTGTTCCATGGCCAACACTAGTCACTACTCTGTGCTATGGTGTTCAATGCTTTTCAAGATACCCGGATCATATGAAACGG
GCAACATACGGAAAACTTACCCTGAAGTTCATCTGCACTACTGGCAAACTGCCTGTTCCATGGCCAACACTAGTCACTACTCTGTGCTATGGTGTTCAATGCTTTTCAAGATACCCGGATCATATGAAACGG



270 280 290 300 310 320 330 340 350 360 370 380 390



CATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAAAGGACCATCTTCTTCAAAGATGACGGCAACTACAAGACACGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATAGAATCGAG



CATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAAAGGACCATCTTCTTCAAAGATGACGGCAACTACAAGACACGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATAGAATCGAG
CATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAAAGGACCATCTTCTTCAAAGATGACGGCAACTACAAGACACGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATAGAATCGAG



400 410 420 430 440 450 460 470 480 490 500 510 520



TTAAAAGGTATTGACTTCAAGGAAGATGGCAACATTCTGGGACACAAATTGGAATACAACTATAACTCACACAATGTATACATCATGGCAGACAAACAAAAGAATGGAATCAAAGTGAACTTCAAGACCCGC



TTAAAAGGTATTGACTTCAAGGAAGATGGCAACATTCTGGGACACAAATTGGAATACAACTATAACTCACACAATGTATACATCATGGCAGACAAACAAAAGAATGGAATCAAAGTGAACTTCAAGACCCGC
TTAAAAGGTATTGACTTCAAGGAAGATGGCAACATTCTGGGACACAAATTGGAATACAACTATAACTCACACAATGTATACATCATGGCAGACAAACAAAAGAATGGAATCAAAGTGAACTTCAAGACCCGC
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TCCTTCATCAGAAGCAGATCTATGGCTAGCAAAGGAGAAGAACTCTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGTTAACGGCCACAAGTTCTCTGTCAGTGGAGAGGGTGAAGGTGAT

TCCTTCATCAGAAGCAGATCTATGGCTAGCAAAGGAGAAGAACTCTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGTTAACGGCCACAAGTTCTCTGTCAGTGGAGAGGGTGAAGGTGAT

CAGATCTATGGCTAGCAAAGGAGAAGAACTCTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGTTAACGGCCACAAGTTCTCTGTCAGTGGAGAGGGTGAAGGTGAT
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GCAACATACGGAAAACTTACCCTGAAGTTCATCTGCACTACTGGCAAACTGCCTGTTCCATGGCCAACACTAGTCACTACTCTGTGCTATGGTGTTCAATGCTTTTCAAGATACCCGGATCATATGAAACGG

GCAACATACGGAAAACTTACCCTGAAGTTCATCTGCACTACTGGCAAACTGCCTGTTCCATGGCCAACACTAGTCACTACTCTGTGCTATGGTGTTCAATGCTTTTCAAGATACCCGGATCATATGAAACGG

GCAACATACGGAAAACTTACCCTGAAGTTCATCTGCACTACTGGCAAACTGCCTGTTCCATGGCCAACACTAGTCACTACTCTGTGCTATGGTGTTCAATGCTTTTCAAGATACCCGGATCATATGAAACGG

270 280 290 300 310 320 330 340 350 360 370 380 390

CATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAAAGGACCATCTTCTTCAAAGATGACGGCAACTACAAGACACGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATAGAATCGAG

CATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAAAGGACCATCTTCTTCAAAGATGACGGCAACTACAAGACACGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATAGAATCGAG

CATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAAAGGACCATCTTCTTCAAAGATGACGGCAACTACAAGACACGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATAGAATCGAG

400 410 420 430 440 450 460 470 480 490 500 510 520

TTAAAAGGTATTGACTTCAAGGAAGATGGCAACATTCTGGGACACAAATTGGAATACAACTATAACTCACACAATGTATACATCATGGCAGACAAACAAAAGAATGGAATCAAAGTGAACTTCAAGACCCGC

TTAAAAGGTATTGACTTCAAGGAAGATGGCAACATTCTGGGACACAAATTGGAATACAACTATAACTCACACAATGTATACATCATGGCAGACAAACAAAAGAATGGAATCAAAGTGAACTTCAAGACCCGC

TTAAAAGGTATTGACTTCAAGGAAGATGGCAACATTCTGGGACACAAATTGGAATACAACTATAACTCACACAATGTATACATCATGGCAGACAAACAAAAGAATGGAATCAAAGTGAACTTCAAGACCCGC
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